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MECHANISTIC KINETICS
= exact formulation of enzymatic effect mechanism

= many parameters for reactions with few participants
= f. 1. Michaelis-Menten, Hill, ...
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APPROXIMATIVE KINETICS

= less informational formulation of enzymatic effect A
mechanism in observed concentration space
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Iteration Process:

Model Generation Result Analysis
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M3L - a dialect of SBML
(Metabolic Model Markup Language)
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Results of E.Coli Model:
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